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Images 

There are no (mages for this particular sample. 



Additional Information Resources 

The following information resources may be availablefor your Locus. Click on the images 
below to go to that data source. 





Information on At5g67630 at TAIR (The Arabidopsis Information Resource) 


mips 


Information on AtSg67630 at MIPS (Munich Information Center for Protein 
Sequences) 
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Information on At5g67630 at Entrez (NCBI Cross Database Search) 



Human and Yeast Ortholoaues 

Click on the images In the "Data Sources' column to retrieve further information. 
SGD = The Saccharomyces Genome Database. 
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RuvB-like 2 (TIP48 - TATA binding protein 
interacting protein 48kDa) 
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SGD Entrez 



BLASTx vs Human Nucleolar Proteome 

Red highlighting of score column represents low score values. 
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Click here to return all BLAST hits 
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